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(51.8) 14/27 (69.2) 27 TMIMNANT NN/ 15777
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(20) 1/5 (12.8) 5 | NNN 1Y N7NA /NATIVIN 7000 T
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()1 van
()1 VIT' N7
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(S5) 1 VIATINN
(511 3 137N VATVl
()1 X4~7 fTTMNND N'1'UX

(Likely pathogenic)

(Mosaicism) NpRTIN DY NN Y9122
Compound heterozygote?

oxan vt
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NNY NVNN NNX M7 IR (Dual molecular diagnosis) 13710
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DDA RWI RIN 7 R¥AIV ARDN WD N1V ,NT 0N

MY .07 DIVD RHY 7N IR 0NN VI (NPIRNN)
NPT 172YY NN 2992 PNARD NPV 23, R¥NI MNTIP
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177722 90 M3 NN MPPTIN NYW %3 NN T NTaya
TP AYINA NPYTA NMYY DD NNAWN 1111 NN YV
PINY NPDN NITHNY V1Y, Trio™2 MMDPR 1IN PN MY
DMYNVRY DMPVN NPV DINDN 07 2IRDIPHIN INARY
NOTYN T HY DMPWN MM TYN NP NN NPR TPYOPN
NNNan ,NNawvN1 T'n? N7PN32 (De-Novo) WWTN WNIY
MYRWA NNR.PRIID YR WITI ONIY TWUR DDV 1900
7207 NPT NAIN W2 ORD R MOPR Y27 G122 MImynnn
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